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Aswin Sai Narain Seshasayee : Bacterial Genomics: Genome Organization and Gene Expression Tools before
purchasing it in order to gage whether or not it would be worth my time, and all praised Bacterial Genomics. Genome
Organization and Gene Expression Tools:

The study of bacterial genetics has revolutionised with the development of genome sequencing, which let us catalogue
the gene content of various clinically and industrially important bacteria and opened up the field of comparative
genomics. The research findings on bacteria genetics were further enhanced by the development of alied techniques
that allowed interrogation of the interactions and functions of the many components of the genome. These


http://f3db.com/pub/links.php?id=1107079837

devel opments accel erated with the widespread adoption of quantitative deep-sequencing approaches. This process
allowed both comparative and functional genomics on an unprecedented scale by presenting powerful toolsto
investigate multiple layers of bacterial adaptation and evolution. This book presents the application of genomic tools
to examine bacterial adaptation. The emphasisis on data analysis and interpretation. Much of the material is drawn
from the recent, primary literature, which is the most powerful tool in the cutting-edge and fast-growing field of
bacterial research.
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